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PCR-ITS, sequencing & Blast

L. tarentolae
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1 F.TC CAT CGC GAC ACG TTA TGT GAG CCG TTA TCC ACN CGN

sequencing = Blast
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330 bp_ —— >Seq ITS
GCGACACGGTTATGTGAGCCGTTATCCACACACGCACCCACCCCGCCAAAAACCGAAACGCCGTATATTTTTTGTATAAACGGACA
TGCTTTTGTATAGGCGGTGCGTTATAACGTCGATCGGCCTTTTTTTTACTGCAAATTTTGAGTACAAAACTTTGCTGTGTATGTGE
GGCCTACATATATATACATAGGTCTCCCCGAGTTGTATATGTTTTTTGGGTGTAATCATCGGAAAATGATCCAGANCANTTC
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Sequence
»Seq ITS
GCGACACGGTTATGTGAGCCGTTATCCACACACGCACCCACCCCGCCAAMAACCGAAACGCCGTATATTTTTTGTATAAACGGACA
TGCTTTTGTATAGGCGGTGCGTTATAACGTCGATCGGCCTTTTTTTTACTGCAAATTTTGAGTACAAAACTTTGCTGTGTATGTGE
GGCCTACATATATATACATAGGTCTCCCCGAGTTGTATATGTTTTTTGGGTGTAATCATCGGAAAATGATCCAGANCANTTC
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All results

Groups Samples Densti)gync(;f the Chromatographe Identity % Species
o || Uricown : Lo [N
2 Unknown + 1 peak 231/254(91%) | L. tarentolae
3 Unknown + 1 peak 283/284(99% L. major
Mebop 2 ) .
4 C+ /L. tropica + 1 peak 267/270(99%) L. tropica
5 Unknown + 1 peak 265/265(100%) | L. donovani
Mebop 3
6 C+ /L. infantum + 1 peak 259/259(100%) | L. donovani
7 Unknown ++ 2 peak
Mebop 4 8 Unknown + 2 peak
9 C+ /L. tropica +++ 2 peak
Mebop 5 10 Unknown + 1 peak 255/255(100%) | L. donovani




