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The main research questions

N My lab
ulation in Plasmodium parasites




Mechanisms
Involved in the
regulation of var

gene transcription:

Repression and
activation

Dzikowski & Deitsch, (2009)
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Regulation of var2csa, the gene responsible for pregnancy
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Role of KASH-domain proteins in regulating
nuclear dynamics
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The role of alternative splicing in Plasmodium biology
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CHX experiment
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In order to follow up changes in AS
during KD, we need to analyze RNAseg
of the full genome. In our lab there is a
difficulty doing so.

Improving my Bioinformatics skills, and
analyzing data.

Experienced in molecular biology
methods.






